Population-of-Origin Assignments for Winter-run Steelhead Captured as By-catch in the Columbia River Tangle-Net Fishery
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Columbia River winter-run steelhead (Oncorhynchus mykiss) are captured as by-catch during the lower Columbia spring Chinook tangle-net fishery.  These steelhead likely come from one of these defined areas in the Columbia River: SW Coast, lower Columbia River ESU, middle Columbia River ESU and upper Willamette River ESU.  Because individual steelhead cannot be morphologically identified to an ESU, we used genetic analysis to determine the population-of-origin for individuals captured in the fishery.  Sixteen microsatellite markers were used to examine genetic differentiation among a total of 21 baseline collections of steelhead from the defined areas.  Analysis of the 21 collections revealed that the collections were genetically distinct; however we could not assign individual fish to population-of-origin with confidence.  Steelhead collections were therefore aggregated into the defined areas and assignments recalculated.  The majority of steelhead that assigned from the 2005 and 2006 tangle net fisheries (N = 48 and 21 respectively) was to the lower Columbia River ESU and the upper Willamette River ESU.  Impacts to the four defined areas can now be evaluated using the results of these population-of-origin assignments of steelhead in the Columbia River.
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